). 1 hsa-mir-923 has since been re-designated part of 28S RNA. MicroRNAs that have targeting information available in Ingenuity are shown in bold. Table S5 . Top ten most significant canonical pathways for genes deregulated ( >2-fold) in response to bortezomib treatment that are predicted targets (in opposite direction) of deregulated miRNAs. Results for each individual cell line and those genes commonly deregulated in all three MM cell lines. Analysis implemented in Ingenuity Pathway Analysis software suite (Ingenuity, CA).
